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<110> Goold, Richard D. 

Akerblom, Ingrid E. 
Seilhamer, Jeffrey J. 
Coleman, Roger 

<12 0> TUMOR SUPPRESSOR 

<130> PC-0049 CIP 

<140> To Be Assigned 
<141> Herewith 

<160> 21 

<17 0> PERL Program 

<210> 1 
<211> 373 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<22 3> Incyte ID No: PANC1A 

<220> 

<221> unsure 

<222> 20, 303, 340-341 

<223> a, t, c, g, or other 

<400> 1 

gtacggaggt gaggtttgtn accgcgattc taagaggtgg gcttttagtc cctccagacc 6 0 
tcggctttag tgctgtctcc gcttttyttt caccttcaca gaggttcgtg tcttcctaaa 120 
agaaggtttt attgggaggt aaaggtcaat gcgtaggggt agagtaagat gtcttatggt 180 
gaaattraag gtaaattctt gggacctaga gaagaagtaa cgagtgagcc acgctgtaaa 24.0 
aaattgaagt caaccacaga gtcgtatgtt tttcacaatc atagtaatgc tgattttcac 300 
agnatccaag agaaaactgg aaatgattgg gtccctgtgn ncatcattga tgtcagagga 3 60 
catagttatt tgc 373 

<210> 2 
<211> 321 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: PANC1B 

<220> 

<221> unsure 

<222> 16, 277, 288, 309 

<223> a, t, c, g, or other 

<400> 2 

gtgaggtttg ttaccncgat tctgagaggt gggcttttag tccctccaga cctcggcttt 60 
agtgctgtct ccgmttttct ttcaccttca cagagatgtc ttatggtgaa attgaaggta 120 
aattcttggg acctagwgaa gaagtaacga gtgagccacg ctgtaaaaaa ttgaagtcaa 180 
ccacagagtc gtatgttttt cacaatcata gtaatgctga ttttcacagw atccaagaga 240 
aaactggaaa tgatttgggt ccctgtgacc atcattnatg tcagaggnca tagttaattt 3 00 
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gcaggaganc aaaaatcaaa a 321 



<210> 3 

<211> 5035 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 496071CB1 



<400> 3 

ccgcgattct gagaggtggg cttttagtcc ctccagacct cggctttagt gctgtctccg 60 
cttttctttc accttcacag aggttcgtgt cttcctaaaa gaaggtttta ttgggaggta 120 
aaggtcaatg cgtaggggta gagtaagatg tcttatggtg aaattgaagg taaattcttg 180 
ggacctagag aagaagtaac gagtgagcca cgctgtaaaa aattgaagtc aaccacagag 240 
tcgtatgttt ttcacaatca tagtaatgct gattttcaca gaatccaaga gaaaactgga 3 00 
aatgattggg tccctgtgac catcattgat gtcagaggac atagttattt * gcaggagaac 3 60 
aaaatcaaaa ctacagattt gcatagacct ttgcatgatg agatgcctgg taatagacca 420 
gatgttattg aatccattga ttcacaggtt ttacaggaag cacgtcctcc attagtatcc 480 
gcagacgatg agatatatag cacaagtaaa gcatttatag gacccattta caaaccccct 540 
gagaaaaaga aacgtaatga agggaggaat gaggcacatg ttctaaatgg tataaatgac 600 
agaggaggac aaaaagagaa acagaaattt aactctgaaa aatcagagat tgacaatgaa 660 
ttattccagt tttacaaaga aattgaagag cttgaaaagg aaaaagatgg ttttgagaac 72 0 
agttgtaaag aatctgaacc ttctcaggaa caatttgttc cattttatga gggtcataat 780 
aatggtctct taaaacctga tgaagaaaag aaagatctta gtaataaagc tatgccatca 840 
cattgtgatt atcagcagaa cttggggaat gagccagaca aatatccctg taatggacaa 900 
gtaataccta cattttgtga cacttcattt acttctttca ggcctgaatg gcagtcagta 960 
tatcctttta tagtgcccta tggtccccct cttcccagtt tgaactatca tttaaacatt 1020 
cagagattca gtggtccacc aaatccacca tcaaatattt tccaagccca agatgactct 1080 
cagatacaaa atggatatta tgtaaataat tgtcatgtta actggaattg catgactttt 114 0 
gatcagaaca atgaatatac tgactgtagt gagaatagga gtagtgttca tccctctgga 1200 
aatggctgca gtatgcaaga tcgatatgtg agtaatggtt tctgtgaagt cagagaaaga 1260 
tgctggaaag atcattgtat ggacaagcat aatggaacag acaggtttgt gaaccagcag 1320 
tttcaagagg aaaagttaaa taaattgcag aagttactta ttcttttaag aggtctgcct 13 80 
ggttctggga aaacaacatt gtctcgaatt ctgcttggtc agaatcgtga tggcattgtg 1440 
ttcagcactg atgactattt tcaccatcaa gatgggtaca ggtataatgt taatcaactt 1500 
ggtgatgccc atgactggaa ccagaacaga gcaaaacaag ctatcgatca gggaagatct 1560 
ccagttataa tagataacac taatatacaa gcttgggaaa tgaagccata tgtggaagtg 1620 
gccataggaa aaggatacag agtagagttt catgaacctg aaacttggtg gaaatttgat 1680 
cctgaagaat tagaaaagag gaataaacat ggtgtgtctc gaaagaagat tgctcagatg 1740 
ttggatcgtt atgaatatca aatgtccatt tctattgtaa tgaattcagt ggaaccatca 1800 
cacaaaagca cacaaagacc tcctcctcca caggggagac agaggtgggg aggctctctt 1860 
ggctcacata atcgtgtctg tgtcacaaat aatcattaaa ttagctattt tcagctaaca 1920 
catttgttgt tgcacttgaa aaagagttag tgagcctgtc ttggagttta agtagtttca 1980 
aataaaaaaa ggctacagtg cctcacaaag gatgttccca gcaagttgtt taaattccca 2040 
gcaagttgtt aaagtgtaaa taaaaatata tgaaattgta ttttaaatgt ttttatattc 2100 
tcttgttgta atactcttgg ctgttatgga agcacctgag taatagagtg gtgggtaaga 2160 
gctaagatgt ttttctacaa tcgaatttta aactaattta tctattttat agacactatt 2220 
gaacagtttt ttaatagttc atatctaaat ctaacttttc ataaaacttt acggtttttc 2280 
cttcactacc ttaaatatgc aagaaatact gacttggtat agggtacctt agttttctct 2340 
attcattaga caggtaaaat tatatttcag ctgattgatc tgtgtgacaa aattatttct 2400 
tagctataat cagcacatca cttagttcaa acaaaattcc ccagcaaatg ttagatagta 2460 
ggtatatcaa tcacctgggg agttttcttc ataatatgca tattcatctt gtaatgcata 2520 
catagttatc atcctccttc tcaacccatc tccctaaccc cacatgcttg ccagttcttg 2580 
aagggataaa gtgattctaa taatgtttta cttctctctg ttcaatttaa tgtgatataa 2640 
ttctagtata aaaatatttt ggacagttgc ttaacatggt cataagagga tttgtactat 2700 
agaatatctt ctagtactaa tttttctgta gagcaaatta tatttctctc actggatagt 2760 
ttttagatgt gtttcttcat ataaaattaa aaactgagat ggaattcatt tcagaggtct 2820 
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tgtcattcat 
tttctctttg 
tgtcttctga 
ggggaaaaaa 
atatgtttta 
tcccatagta 
tcacatcttt 
aaggtctttg 
tgctgttaac 
tttgttcatc 
attgtataca 
acttgttggt 
aaaattgtac 
gtccctttct 
tttggccggg 
ggatcgcctg 
cttgaaatac 
ggctgagggg 
gccacttgca 
ttttttaaaa 
attatgagga 
gtcttcatct 
ccaattaatt 
aaataaataa 
aggtcttgtc 
accttgaact 
caagcatgca 
ggtcttgcct 
tgctgggatt 
agacagagtc 
gcaacctccg 
ttggaggcac 
accgtgttgg 
cccaaagtgc 
taaagtggaa 
ggaggaatga 
taaaaatcta 



cccctgcctt 
caacatgagg 
agaatatttc 
aacccagcta 
cataatattt 
tttctttgtt 
atattacttt 
ttacattgcc 
atttgaatga 
ttaactacga 
tatacacatc 
gtttggactt 
aaaaggattt 
ttctgtctgt 
cacggtggct 
aggtcaggag 
agggatcact 
ggggagtcgc 
ctccagcctg 
taacttttac 
aatatgtgca 
cctagttctg 
ttttacatta 
atcttactga 
ctgctacgtg 
cctaggctca 
ctgccacacc 
tgtttcccag 
acaggcatga 
tttctctgga 
cctcccaggt 
tcgccaccat 
ccaggcaggt 
tgggtgggat 
aaacagttgt 
atatgcagtg 
taaaaatgtg 



caaaccaagc 
aaaaaaacac 
ttcaacagtt 
attacaatgc 
tgtggccttt 
ttaaaacctt 
ttaagttgtc 
tttagtgaaa 
atattacctt 
tgtaagaata 
ttcatctatg 
gtgtttctaa 
cattttggga 
cttcataaac 
aacacctgta 
tttgagacca 
gggtgtggtg 
ttgggcctgg 
tgagacagag 
atttattttt 
tattaagttt 
actactaaat 
taatgttagc 
ggctggaaag 
ggctggatgg 
agaggtcctc 
tggcttattt 
actggtcttg 
gccactgcac 
tcacccaagc 
tcaggcgatt 
acctggataa 
ctcgaactcc 
tacaggcatg 
tttcctaaac 
gaaatactaa 
aaatttaaaa 



tttacctaga 
tactacttct 
ttgatttact 
tgtcttaaaa 
aagctttctc 
ttgctattcc 
aggccaaaaa 
taagaatatg 
tatcttgttt 
tgctaattca 
ttttcatata 
gtattttatt 
caggtgaaac 
ttaggagtaa 
atcccagcac 
gcctgtctga 
gtgtgtgcct 
gaggcggagt 
tgagactcct 
ggaaagtaaa 
attttaattt 
aataattcag 
caactactgt 
ctaacattct 
agtgtggtgg 
ctttctcagc 
tgcattaaaa 
tactcctggc 
cagctttagt 
tggagtgcag 
ctcctgcctc 
tttttgtatt 
tgaccccagg 
agccaccaca 
attgtggcta 
aatcactgtt 
aaaaaaaaaa 



ctaacctaga 
cttaatacca 
tttttgattt 
attaagcatt 
ctaaaccagc 
tttcaacttt 
ctagattcac 
attttatttg 
aatacgtgtg 
tgttttgtgt 
ttcttttatt 
ctgtagatta 
aactcttagg 
tagtactata 
tttgggaggc 
ccggtgaaac 
gtggtcccag 
ttgcggtggg 
tctcaaaaaa 
gtattacctt 
ccagatttta 
ttagagatca 
tgcatcacag 
tactcagaat 
cgtgatcata 
atcccaagta 
aatttttttt 
ctcaggtgat 
gatttttttt 
tggcatgatg 
agcctcccga 
tttggtagag 
tgatccgcct 
ccaggcctag 
attttaatta 
taaagtcatt 
aaaaaaaaaa 



taattaagca 
ttgttaccaa 
actcttttta 
atgattcttt 
acatcttgaa 
agatattctc 
tgctatcaac 
tactattcag 
tttgtatata 
gtaaatgtat 
tcagagtaat 
gcgcagtttg 
tagactatat 
aatttagctt 
cgaggtgggc 
cacatctcta 
ctacttggga 
cagaggttgc 
aaaaattagt 
tgggagaaac 
ttatagactt 
ttcgtcatta 
agtcccaaat 
taaacaaaca 
gcttgctgaa 
gctgggactt 
gtagggatgg 
cctcccaaag 
tttttttttg 
tcagctcgct 
gtggctggga 
acagtgtttc 
gccttggcct 
ttggtttttt 
aaaacagaat 
gcttggtgtt 
aaaaa 



2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5035 



<210> 4 

<211> 583 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 496071CD1 



<400> 4 

Met Ser Tyr Gly Glu lie Glu Gly Lys Phe Leu Gly Pro Arg Glu 

15 10 15 

Glu Val Thr Ser Glu Pro Arg Cys Lys Lys Leu Lys Ser Thr Thr 

20 25 30 

Glu Ser Tyr Val Phe His Asn His Ser Asn Ala Asp Phe His Arg 

35 40 45 

lie Gin Glu Lys Thr Gly Asn Asp Trp Val Pro Val Thr lie lie 

50 55 60 

Asp Val Arg Gly His Ser Tyr Leu Gin Glu Asn Lys lie Lys Thr 

65 70 75 

Thr Asp Leu His Arg Pro Leu His Asp Glu Met Pro Gly Asn Arg 
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80 85 90 

Pro Asp Val lie Glu Ser lie Asp Ser Gin Val Leu Gin Glu Ala 
95 100 105 

Arg Pro Pro Leu Val Ser Ala Asp Asp Glu lie Tyr Ser Thr Ser 

110 115 120 

Lys Ala Phe lie Gly Pro lie Tyr Lys Pro Pro Glu Lys Lys Lys 

125 130 135 

Arg Asn Glu Gly Arg Asn Glu Ala His Val Leu Asn Gly lie Asn 

140 145 150 

Asp Arg Gly Gly Gin Lys Glu Lys Gin Lys Phe Asn Ser Glu Lys 

155 160 165 

Ser Glu lie Asp Asn Glu Leu Phe Gin Phe Tyr Lys Glu lie Glu 

170 175 180 

Glu Leu Glu Lys Glu Lys Asp Gly Phe Glu Asn Ser Cys Lys Glu 

185 190 195 

Ser Glu Pro Ser Gin Glu Gin Phe Val Pro Phe Tyr Glu Gly His 

200 205 210 

Asn Asn Gly Leu Leu Lys Pro Asp Glu Glu Lys Lys Asp Leu Ser 

215 220 225 

Asn Lys Ala Met Pro Ser His Cys Asp Tyr Gin Gin Asn Leu Gly 

230 235 240 

Asn Glu Pro Asp Lys Tyr Pro Cys Asn Gly Gin Val lie Pro Thr 

245 250 255 

Phe Cys Asp Thr Ser Phe Thr Ser Phe Arg Pro Glu Trp Gin Ser 

260 265 270 

Val Tyr Pro Phe lie Val Pro Tyr Gly Pro Pro Leu Pro Ser Leu 

275 280 285 

Asn Tyr His Leu Asn lie Gin Arg Phe Ser Gly Pro Pro Asn Pro 

290 295 300 

Pro Ser Asn lie Phe Gin Ala Gin Asp Asp Ser Gin lie Gin Asn 

305 310 315 

Gly Tyr Tyr Val Asn Asn Cys His Val Asn Trp Asn Cys Met Thr 

320 325 330 

Phe Asp Gin Asn Asn Glu Tyr Thr Asp Cys Ser Glu Asn Arg Ser 

335 340 345 

Ser Val His Pro Ser Gly Asn Gly Cys Ser Met Gin Asp Arg Tyr 

350 355 360 

Val Ser Asn Gly Phe Cys Glu Val Arg Glu Arg Cys Trp Lys Asp 

365 370 375 

His Cys Met Asp Lys His Asn Gly Thr Asp Arg Phe Val Asn Gin 

380 385 390 

Gin Phe Gin Glu Glu Lys Leu Asn Lys Leu Gin Lys Leu Leu lie 

395 400 405 

Leu Leu Arg Gly Leu Pro Gly Ser Gly Lys Thr Thr Leu Ser Arg 

410 415 420 

lie Leu Leu Gly Gin Asn Arg Asp Gly lie Val Phe Ser Thr Asp 

425 430 435 

Asp Tyr Phe His His Gin Asp Gly Tyr Arg Tyr Asn Val Asn Gin 

440 445 450 

Leu Gly Asp Ala His Asp Trp Asn Gin Asn Arg Ala Lys Gin Ala 

455 460 465 

lie Asp Gin Gly Arg Ser Pro Val lie lie Asp Asn Thr Asn lie 

470 475 480 

Gin Ala Trp Glu Met Lys Pro Tyr Val Glu Val Ala lie Gly Lys 

485 490 495 

Gly Tyr Arg Val Glu Phe His Glu Pro Glu Thr Trp Trp Lys Phe 

500 505 510 

Asp Pro Glu Glu Leu Glu Lys Arg Asn Lys His Gly Val Ser Arg 

515 520 525 
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Lys Lys lie Ala Gin Met Leu Asp Arg Tyr Glu Tyr Gin Met Ser 

530 535 540 

lie Ser lie Val Met Asn Ser Val Glu Pro Ser His Lys Ser Thr 

545 550 555 

Gin Arg Pro Pro Pro Pro Gin Gly Arg Gin Arg Trp Gly Gly Ser 

560 565 570 

Leu Gly Ser His Asn Arg Val Cys Val Thr Asn Asn His 

575 580 



<210> 5 

<211> 359 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 071178 . assembled 

2 <220> 

■jj <221> unsure 

iST; <222> 20, 303, 340-341 

"p : <223> a, t, c, g, or other 

irk <400> 5 

gtacggaggt gaggtttgtn accgcgattc taagaggtgg gcttttagtc cctccagacc 60 

tcggctttag tgctgtctcc gcttttyttt caccttcaca gaggttcgtg tcttcctaaa 120 

agaaggtttt attgggaggt aaaggtcaat gcgtaggggt agagtaagat gtcttatggt 180 

gaaattraag gtaaattctt gggacctaga gaagaagtaa cgagtgagcc acgctgtaaa 240 

^ aaattgaagt caaccacaga gtcgtatgtt tttcacaatc atagtaatgc tgattttcac 3 00 

^ agnatccaag agaaaactgg aaatgattgg gtccctgtgn ncatcattga tgtcagagg 359 

-is 

^ <210> 6 

M* <211> 213 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 180773 

<220> 

<221> unsure 

<222> 5, 26, 37, 67 

<223> a, t, c, g, or other 



<400> 6 

ccgcngattc taagaggtgg gctttnagtc cctccanacc tcggctttag tgctgtctcc 60 

gcttttnttt caccttcaca gaggttcgtg tcttcctaaa agaaggtttt attgggaggt 12 0 

aaaggtcaat gcgtaggggt agagtaagat gtcttatggt gaaattaaag gtaaattctt 180 

gggacctaga gaagaagtaa cgagtgagcc acg 213 

<210> 7 

<211> 338 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 496071 
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<220> 

<221> unsure 

<222> 61, 200, 282, 319-320 
<223> a, t, c, g, or other 

<400> 7 

ccgcgattct gagaggtggg cttttagtcc ctccagacct cggctttagt gctgtctccg 60 
nttttctttc accttcacag aggttcgtgt cttcctaaaa gaaggtttta ttgggaggta 120 
aaggtcaatg cgtaggggta gagtaagatg tcttatggtg aaattgaagg taaattcttg 180 
ggacctagag aagaagtaan gagtgagcca cgctgtaaaa aattgaagtc aaccacagag 24 0 
tcgtatgttt ttcacaatca tagtaatgct gattttcaca gnatccaaga gaaaactgga 300 
aatgattggg tccctgtgnn catcattgat gtcagagg 33 8 



<210> 8 

<211> 252 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 555403 

<220> 

<221> unsure 

<222> 16, 124-125, 173, 216, 244 
<223> a, t, c, g, or other 



<400> 8 

gtgaggtttg ttaccncgat tctgagaggt gggcttttag tccctccaga cctcggcttt 60 
agtgctgtct ccgattttct ttcaccttca cagagatgtc ttatggtgaa attgaaggta 12 0 
aatnnttggg acctagagaa gaagtaacga gtgagccacg ctgtaaaaaa ttnaagtcaa 18 0 
ccacagagtc gtatgttttt cacaatcata gtaatnctga ttttcacaga atccaagaga 240 
aaantggaaa tg 2 52 



<210> 9 

<211> 271 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 020384 

<220> 

<221> unsure 

<222> 7, 227, 238, 259 

<223> a, t, c, g, or other 



<400> 9 

cctcggnttt agtgctgtct ccgcttttct 
attgaaggta aattcttggg acctagtgaa 
ttgaagtcaa ccacagagtc gtatgttttt 
atccaagaga aaactggaaa tgatttgggt 
tagttaattt gcaggaganc aaaaatcaaa 



ttcaccttca cagagatgtc ttatggtgaa 60 
gaagtaacga gtgagccacg ctgtaaaaaa 12 0 
cacaatcata gtaatgctga ttttcacagt 180 
ccctgtgacc atcattnatg tcagaggnca 24 0 
a 271 



<210> 10 

<211> 132 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: g533948 

<400> 10 

Asp Pro Arg Val Arg Gly Phe Ser Leu Gin Thr Ser Ala Leu Val 
15 10 15 

Leu Ser Pro Leu Phe Phe His Leu His Arg Gly Ser Cys Leu Pro 

20 25 30 

Lys Arg Arg Phe Tyr Trp Glu Val Lys Val Asn Ala Gly Ser Lys 

35 40 45 

Met Ser Tyr Gly Glu lie Glu Gly Lys Phe Leu Gly Pro Arg Glu 

50 55 60 

Glu His Asn His Ser Asn Ala Asp Phe His Arg lie Gin Glu Lys 

65 70 75 

Thr Gly Asn Asp Trp Val Pro Val Thr lie lie Asp Val Arg Gly 

80 85 90 

His Ser Tyr Leu Gin Glu Asn Lys lie Lys Thr Thr Asp Leu His 

95 100 105 

Arg Pro Leu His Asp Glu Met Pro Gly Asn Arg Pro Asp Val lie 
110 115 120 

Glu Ser lie Asp Ser Gin Val Leu Gin Glu Ala Arg 
125 130 

<210> 11 

<211> 407 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: g533948 

<400> 11 

tcgacccacg cgtccggggc ttttagtccc tccagacctc ggctttagtg ctgtctccgc 60 
ttttctttca ccttcacaga ggttcgtgtc ttcctaaaag aaggttttat tgggaggtaa 12 0 
aggtcaatgc gtaggggtag agtaagatgt cttatggtga aattgaaggt aaattcttgg 180 
gacctagaga agaacacaat catagtaatg ctgattttca cagaatccaa gagaaaactg 240 
gaaatgattg ggtccctgtg accatcattg atgtcagagg acatagttat ttgcaggaga 300 
acaaaatcaa aactacagat ttgcatagac ctttgcatga tgagatgcct ggtaatagac 3 60 
cagatgttat tgaatccatt gattcacagg ttttacagga agcacgt 407 



<210> 12 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Incyte ID No: PANC IB 

<220> 

<221> unsure 

<222> 5, 44, 75, 101 

<223> unknown or other 



<400> 12 

Glu Val Cys Tyr Xaa Asp Ser Glu Arg Trp Ala Phe Ser Pro Ser 
15 10 15 
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Arg Pro Arg Leu Cys Cys Leu Trp Phe Ser Phe Thr Phe Thr Glu 

20 25 30 

Met Ser Tyr Gly Glu lie Glu Gly Lys Phe Leu Gly Pro Xaa Glu 

35 40 45 

Glu Val Thr Ser Glu Pro Arg Cys Lys Lys Leu Lys Ser Thr Thr 

50 55 60 

Glu Ser Tyr Val Phe His Asn His Ser Asn Ala Asp Phe His Xaa 

65 70 75 

lie Gin Glu Lys Thr Gly Asn Asp Trp Val Pro Val Thr lie He 

80 85 90 

Asp Val Arg Gly His Ser Val Leu Gin Glu Xaa Lys He Lys 

95 100 



<210> 13 
<211> 598 
<212> DNA 
<213> Rattus 



norvegicus 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 702456952T1 



<400> 13 

agagtggttt 

agcagtcaat 

gactatgtga 

gtgtgctttt 

cataacggtc 

ctaattcttc 

cttttcctat 

ctatgataac 

tcatgggcat 

tcatcagtgc 



tatttgaagc 
atgtcagcca 
gcctagagag 
ctgtgttggt 
taacatctga 
agggtcaaac 
ggccatttcc 
tggagatctc 
caccaagctg 
tgaacacgat 



tatttgaaag 
gaacagccaa 
cctccccacc 
tccactgaat 
gcaatcttct 
ttccaccaag 
acatagggtt 
ccctgatcga 
attaacattg 
gccatcacga 



tcacgacagg 
cttctcaata 
tctggtcccc 
tcatcacgat 
ttcgagacac 
tttccggttc 
tcatttccca 
tagctatgtt 
tacctgtacc 
ctctgaccaa 



ctcactacta 
gtcatctgtg 
ctggagtgga 
ggagatggac 
gccatgttta 
atgaaactct 
ggcttgtgta 
ttgctctgtt 
catcttgatg 
gcagaattcg 



tgttctcgaa 
atagatactt 
aggggtgttt 
atttgaaatt 
ttcctctttt 
actctgtatc 
ttagtgttgt 
ctggttccag 
atgaaagtag 
agacatgt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

598 



<210> 14 
<211> 549 
<212> DNA 

<213> Rattus norvegicus 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 700293754F6 

<400> 14 

actacatcca ccaccaagcg ttttccatgc gcgagatgac gctcggttgc agagtgggtg 60 
ttacatagac agttatcagg acggctggag ctgtttgact ttggatcaga acgatgagta 12 0 
tgctaactat gatgtgcctg gcaatgtcca cccctttgga aatggctatg gtgtacaaga 180 
tgacagtgtg aagaatggtt tctgtgaaat cagagagtgc tggcaagatc cttccatgga 24 0 
catgcataat gaagcagaca ggtttgtgaa ccagtgcttt caagaggaca ggttaaataa 3 00 
gttgcagaaa ttacttattc ttctgcgagg cctccccggt tctggaaaaa caacattgtc 3 60 
tcgaattctg cttggtcaga gtcgtgatgg catcgtgttc agcactgatg actactttca 420 
tcatcaagat gggtacaggt acaatgttaa tcagcttggt gatgcccatg actggaacca 480 
gaacagagca aaacaagcta tcgatcaggg gagatctcca gttatcatag acaacactaa 54 0 
tacacaagc 549 



<210> 15 
<211> 487 
<212> DNA 

<213> Macaca fascicularis 



8 



PC-0049 CIP 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 703193506J1 



<400> 15 

ttttatttac actttaacaa tttgctggga aattaaacaa cttgctggga aaatcctttg 60 
tgaggcaatg tagccttttt ttatttgaaa ctatttaaac tccaagacag gctcactaac 12 0 
tctttcaagt gcaacaacaa atgtgttagc tgaaaatagc taatttaatt attatttgtg 180 
acacagacat gattatgtga gtcaagagag cctccccacc tctgtctccc ctgtggagga 240 
ggaggtcttt gtgtgcttta gtgtgatggt tccactgaat tcattacaat agaaatggac 300 
atttgatatt cataacgatc caacatctga gcaatcttct ttcgagacac accatgttta 360 
ttcctctttt ctaattcttc aggatcaaat ttccaccaag tttcaggttc atgaaactct 420 
actctgtatc cttttcctat ggccacttcc acatatggct tcatttccca agcttgtata 480 
ttagtgt 487 



<210> 16 
<211> 258 
<212> DNA 

<213> Macaca fascicularis 



<220> 

<221> misc_feature 

<223> Incyte ID No: 700705495H1 



<400> 16 

ggcaggcagt gcatcctttt atagtgcccc atggtccccc tcttcccagt ttgaactatc 60 
atttaaatat tcaaagattc agtgctccac gaaatctacc atcaaatatt ttccaagcgc 12 0 
aagatgactc tcagatacaa aatggatatt atgtaaataa ttgtcatgtt aactggaatt 180 
gtatgacttt tgatcagagc aatgaatata ctgactgtag tgagaatagg agtagtgttc 240 
atccctctgg aaaggctg 258 



<210> 17 
<211> 158 
<212> DNA 

<213> Macaca fascicularis 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 703194520J1 



<400> 17 

tagttggttt ttttaaggtg aaaaaatagt tgttttccta aacattgtgg ctgattttaa 60 
tttaaaacag aatggaggaa tgaatatgta gtggaaatac taaaatcact atttaaagtc 12 0 
attgcttggt atttaaaaat ctataaaaat gtgaaatt 158 



<210> 18 
<211> 632 
<212> DNA 
<213> Canis 



familiar is 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 703518548J1 



<220> 

<221> unsure 
<222> 481 

<223> a, t, c, g, or other 



PC-0049 CIP 




<400> 18 

taatttttat 

atagtctttt 

aagggcaagc 

gacttgatta 

tcttgtgtgc 

attcataacg 

tttctaattc 

atccttttcc 

ngtctattat 

gtcatgggca 

gtcatcaggt 



ttacacttta 
tttaaatttg 
aacaaacatg 
tgtgagccta 
tttgtgtggc 
atccaacatc 
ttcaggatca 
tatggccatt 
aactggagat 
tcaccaagtt 
gctgaacaca 



ggatttaaac 
aaactattta 
ttagctgaaa 
gagagcctcc 
ggttccaccg 
tgagcaatct 
aatttccacc 
tccacatatg 
ctcccctgat 
gattaacatt 
atggccatca 



agcttgctgg 
aacttcaaga 
agagccaatt 
ccacctctgt 
aattcattac 
tctttcgaga 
aagtttcagg 
gtttcatttc 
tgatagcttg 
atacctgtac 
eg 



taacatcctt 
taggctcact 
taatgattat 
ctcccctgtg 
aatagagatg 
tacaccatgt 
ttcatgaaac 
ccaagcttgt 
tttgctctgt 
ccatcttggt 



gtgaggcaac 
aattcttttc 
ttgtaacaga 
aaggaggagg 
gacatttcat 
ttattcctct 
tctactctgt 
gtattagtgt 
tctggttcca 
ggtgaaaata 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

632 



<210> 19 
<211> 648 
<212> DNA 
<213> Canis 



f amiliaris 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 703533094J1 



<400> 19 

tgttagctga aaagagccaa tttaatgatt atttgtaaca gagacttgat tatgtgagcc 60 
tagagagect ccccacctct gtctcccctg tgaaggagga ggtctttgtg tgcttttgtg 120 
tggcggttcc accgaattca ttacaataga gatggacatt tcatattcat aacgatccaa 180 
catctgagca atcttctttc gagatacacc atgtttattc ctcttttcta attcttcagg 240 
atcaaatttc caccaagttt caggttcatg aaactctact ctgtatcctt ttcctatggc 300 
catttccaca tatggtttca tttcccaagc ttgtgtatta gtgttgtcta ttataactgg 360 
agatctcccc tgattgatag cttgttttgc tgaaataaaa aataaattta aaaaacaaaa 42 0 
acagaaacca gagaactatt agaataacac tatactgaaa taaaacttaa atattcatta 480 
ttaacgaaat ttcctatatc tctgtattta aaaccaaaac tatgeaatet cttgagttag 540 
tgtcatgaac aaaaaagagg actccactag tattactaga cttaaacaga gacattaaga 600 
gacataacca caggtaattg tgtcttctct ggaccagctg ctggtgtt 648 



<210> 20 
<211> 696 
<212> DNA 

<213> Canis familiaris 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 703523973J1 



<400> 20 

aagatgctgt taaataagaa aaaggttact ttgaaacaca egatatgeag tcaatgttca 60 
aatcactatt ccagaatgag aaaatattga ctgatatget tctaaaaaag tattaaagta 12 0 
cattttttgt agagtaatgt caatagggaa aactttaata ttcaaagacc ttatattaag 180 
ccttaggaaa catcagcatt tattactctt agggaaatag cttgggggaa tatataacag 24 0 
tatgaagagt tctttgaatt tattcatgag gtataaaata aaggctatca aaatatccta 300 
ctcctctatt ttatcagctt atattggtac actatttaca gtttacaaaa tatacctatt 360 
taaattctct aatttgtcaa taacctaata aagtaaagca agtgtaactt ctgatgaaaa 42 0 
aattgggtct caaagctatt teaatggect gecaaagtea ttcagctggt aaaagttaag 480 
tcaagaataa aaactcaagt cttctgactc ctagtcaaat acaccatccc agagacttgg 540 
ccaaaaaaac tctgttctgg ttccagtcat gggcatcacc aagttgatta acatatatac 600 
ctgtacccat cttggtggtg aaaatagtca tcagtgtgaa cacaatggca tcacgactct 660 
gacaaagcag aattcgagac aagttgtttt ccagaa 696 



<210> 21 



10 



f 

<212> DNA 

<213> Mus muscularis 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 700120347H1 



PC-0049 CIP 
<211> 254 



<400> 21 

agggcgtggt gcggagggcg gtacaagatg 
gagagtgctg gcaagatcct tccatggaca 
agtggtttca agaggagaaa ttaaataaat 
tccccggttc tggaaaaaca acattgtctc 
tcgtgttcag cact 



aaagtgtgaa taatggtttc tgtgaaatcc 60 
agcataatga aacagacagg tttgtgaacc 12 0 
tgcagaaatt gcttattctt ttgcgaggcc 180 
gaattctgct tggtcagagt cgtgatggca 240 

254 



